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SEQUENCE LISTING 



<110> Schultz, Gary A. 
Zhang, Sheng 
Van Pelt, Colleen K. 

<120> DETECTION OF SINGLE NUCLEOTIDE POLYMORPHISMS 

<130> 200701/1061 

<I40> 09/757, 992 
<141> 2001-01-10 

<150> 60/179,844 
<151> 2000-02-02 

<160> 13 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 1 

cccctgtatc ctgtgtgaaa ttgttatccg etc 33 



<210> 2 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 2 

cccctgtctc ctgtgtgaaa ttgttatccg etc 33 



<210> 3 
<211> 33 
<212> DNA 

<213> Artificial Sequence 



1 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 3 

cccctgtgtc ctgtgtgaaa ttgttatccg etc 33 



<210> 4 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 4 

cccctgtttc ctgtgtgaaa ttgttatccg etc 33 



<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 5 

aggacacact ttaacaatag gega 24 



<210> 6 
<211> 384 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 6 

eggtaatcca tgggaagaga tgttctatct ggatattcag gecaatcttg aatcagcgga 60 
aatgcaaaaa gcattgaaag agttagggga aatcacccgt tcaatgaagg tattgggctg 120 
ttacccaagt gagaaegtag tgcctgttga tccaacctga tgaaaaggtg ccggatgatg 180 
tgaatcatcc ggcactggat tattactggc gattgtcatt cgcctgacgc aataacaege 240 
ggctttcact ctgaaaaege tgtgcgtaat cgccgaacca gaattcgagc tcggtacccg 300 
gggatcctct agagtcgacc tgcaggcatg caagcttggc actggccgtc gttttacaac 360 
gtcgtgactg ggaaaaccct ggcg 384 



2 



<210> 7 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 7 

cggtaatcca attgaagaga tgttct 26 



<210> 8 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 8 

cgccagggtt ttcccagtca cga 23 



<210> 9 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 9 

tcacttgggt aggatcccaa taccttcatt 30 



<210> 10 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 10 

aggtattggg cgcctaccca agtgag 



3 



<210> 11 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 11 

acccgttcaa tgaaggtatt gggc 



<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

aacaggcact acgttctcac ttgggta 



<210> 13 
<211> 384 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 13 

cggtaatcca tgggaagaga tgttctatct ggatattcag gccaatcttg aatcagcgga 60 
aatgcaaaaa gcattgaaag agttagggga aatcacccgt tcaatgaagg tattgggcgc 120 
ctacccaagt gagaacgtag tgcctgttga tccaacctga tgaaaaggtg ccggatgatg 180 
tgaatcatcc ggcactggat tattactggc gattgtcatt cgcctgacgc aataacacgc 240 
ggctttcact ctgaaaacgc tgtgcgtaat cgccgaacca gaattcgagc tcggtacccg 300 
gggatcctct agagtcgacc tgcaggcatg caagcttggc actggccgtc gttttacaac 360 
gtcgtgactg ggaaaaccct ggcg 384 
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